BIOTECHNOLOGY S0 ts»-S- 




RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 
FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 

PATENTTN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTTN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http;//wWw.uspto.gov/web/oflices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

L EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 



U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
20 1 1 South Clark Place, Arlington, VA 22202 
4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 



Or 



Revised 01/29/2002 



Raw Sequence Listing Error Summary 



SERIAL NUMBER 



ERROR DETECTED SUGGESTED CORRECTION 
ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



3 
4 



Wrapped Nucleics 



Wrapped Aminos 



The numberrtext at the end of each line "wrapped" down to the next line. 
This may occur if your file was retrieved In a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent •"wrapping". 

The amino acid-numberAext at the end of each line "wrapped " down to the next line. 
This may occur if your file was retrieved in a word processor after creating K. 
Please adjust your right margin to .3, as this will prevent "wrapping". 



Incor/ect Line Length The rules require that a line not exceed 72 characters in length. This includes spaces. 



Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug' 



The numbering under each 5th amino acid is misaligned. This may be caused by the'use of tabs 
between the numbering. It is recommended to delete any tabs and use spacincHoetween the numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text^o that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug** in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 



8 



0 



Skipped Sequences 
(OLD RULES) 




Skipped Sequences 
(NEW RULES) 



Use of n's* or Xaa's 
(NEW GllLft)' 



Use of <213>Organism 
(NEW RULES) 

Use of <220>Feature 
(NEW RULES) 



Patentln ver. 2.0 "bug* 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS*') 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(Hi) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
C400> sequence id number 
000 

Use of n's and/orXaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 
Sequence(s) are missing this mandatory field or its response. 

Sequence(s) are missing the <220>Fealure and associated headings. 

Use of <220> to <223> is MANDATORY if <21 3>ORGANISM is "Artificial" or "Unknown" 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register/' .6/01/98, Vol 63* No. 104, pp. 29631-32) (Sec. 1 .823 of new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 
fife'TelTffUing in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager or any other means to copy file to floppy disk. 



AKS-Biptechnology Systems Branch- 5/15/99 
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OIPE 



RAW SEQUENCE LISTING 

PATENT AP P L X CAT .ION : US/ 09/697, 863'' 



DATE: 11/13/2000 
TIME : 17:30:41 



Input Set : 
Output Set: 



A:\sequence listing.txt 
N:\CRF3\11132 00 0\I69 7 86 3 .raw 



Does Not Comply 
Corrected Diskette Needed 



3 


<:110> APPLICANT: 


VLAAMS 


I NTERU NT VERS ITAI R INSTT. TUUT 


VOOR 


BIOTECHNOL 


5 


<12 0> TITLE 


OF INVENTION 


: CD4 0 -INTERACTING AND TRAF - 


INTERACTING 


PROTE. 


7 


<13()> FILE REFERENCE 


: V7/0 02 


-V01 8 


















9 


<14 0> CURRENT APPLICATION NUMBER 


: US/09/697,863 












10 


<141> CURRENT FILING 


DATE: 2000- 


10-27 
















1 2 


<150> PRIOR 


APPLICATION 


NUMBER : 


98201392 


. 2 














13 


<151 


> PRIOR 


FILING DATE: 


1 998-04 


-29 


















15 


<16 0> NUMBER 


OF 


SEQ 


ID NOS : 






















17 


<17 0> SOFTWARE: 


Pa ten tin 


Ver 


2 . 


1 


















19 


<2.10 


> SEQ ID 


NO : 


1 


















A 










<211> LENGTH 


: 19 2 0 
















SI 


/ 










<212> TYPE: 


DNA 


















i 










22 


<213> ORGANISM: 


Homo 


sapiens 










A 












24 


<2 2 0> FEAT ORE: 














i 

A 


Ml 














<221> NAME/KEY: 


CDS 




























<222 


> LOCATION: 


(20) 


. . (110 8 ) 






















28 


<4 00> SEQUENCE: 


1 
























52 


'? 9 


gtgcagagge ggcaggaag 


atg 


gag 


ttq 


qqq 

" ^ 


ag t 


tgc 


ctg 


qag 


ggc 


ggg 


agg 


3 0 












Met 


Glu 


Leu 


Glv 


Ser 


Cys 


Leu 


Glu 


Gly 


Gly 


Arg 




3 ] 












1 








5 










10 




100 


3 3 


gag 


gcg 


gcg 


gag 


gaa 


gag 


ggc 


era o 
_i ^ y 


cct 




Qtcr 


aaa 


aag 


<-99 


eg a 


ott 


3 4 

J t 


Glu 


Ala 


Ala 


Glu 


Glu 


Glu 


Gly 


Glu 


Pro 


Glu 


Va I 


Lys 

J. 


Lys 


Arg 


Arg 


Leu 




3 5 








15 










2 0 










25 








37 


ctg 


tg t 


gt:g 




ttt 


gee 


teg 


gtc 


gca 


age 


tqc 


q a t 


gec 


gca 


gtg 


g c t: 


14 8 


38 


Leu 


Cys 


Val 


Glu 


Phe 


Ala 


Ser 


Val 


Ala 


Ser 


Cys 


Asp 


Ala 


Ala 


Val 


Ala 




3 9 






3 0 










3 5 










4 0 








196 


4 1 

"t -I- 


cag 


tgc 


ttc 


ctg 


gec 


gag 


aa c 


gac 


tgg 


gag 


atg 


gaa 


agg 


get 


ctg 


aac 


4 2 
4 3 


Gin 


Cys 
4 5 


Phe 


Leu 


Ala 


Glu 


Asn 
50 


Asp 


Trp 


Glu 


Met 


Glu 

5 5 


Arg 


Ala 


Leu 


Asn 




45 


tec 


tac 


ttc 


gag 


cct 


ccg 


gtg 


gag 


gag 


age 


gee 


ttg 


gaa 


ego 


cga 


cct 


24 4 


4 6 


Ser 


Tyr 


Phe 


Glu 


Pro 


Pro 


Val 


Glu 


Glu 


Ser 


Ala 


Leu 


Glu 


Arg 


Arg 


Pro 




4 7 


60 








65 










70 










75 




49 


gaa 


acc 


ate 


tct 


gag 


ccc 


aag 


acc 


tat 


gtt 


gac 


eta 


acc 


aat 


gaa 


gaa 


292 


50 


Gl u 


Thr 


lie 


Ser 


Glu 


Pro 


Lys 


Thr 


Tyr 


Va 1 


Asp 


Leu 


Thr 


Asn 


Glu 


Glu 




51 










80 










8 5 










90 






5 3 


aca 


act 


gat 


tee 


acc 


ae t 


tct 


aaa 


a tc 


age 


cca 


tct 


gaa 


gat 


ac L 


eag 


34 0 


54 


Th r 


Thr 


Asp 


Ser 


Thr 


Thr 


Ser 


Lys 


He 


Ser 


P ro 


Ser 


Glu 


Asp 


Thr 


Gin 




5 5 






95 










100 










10 5 








57 


caa 


gaa 


aat 


ggc 


age 


atg 


ttc 


tct 


etc 


att 


acc 


tgg 


aat 


att 


gat 


gga 


3 88 


58 


Gin 


Glu 


Asn 


Gly 


Ser 


Me t 


Phe 


Ser 


Leu 


Tie 


Thr 


Trp 


Asn 


He 


Asp 


Gly 




59 






1 10 










115 










120 










6.1 


tta 


gat 


eta 


a ac 


aat 


ctg 


tea 


gag 


agg 


get 


eg a 


ggg 


g tg 


tgt 


tec 


tac 


436 


6 2 


Leu 


Asp 


Leu 


Asn 


Asn 


Leu 


Ser 


Glu 


Arg 


Ala 


Arg 


Gly 


Val 


Cys 


Ser 


Tyr 




6 3 




12 5 










1 30 










1 3 5 












65 


tta 


get 


ttg 


tac 


age 


cca 


gat 


gtg 


a La 


ttt 


eta 


eag 


gaa 


gtt 


att 


ccc 


484 


66 


T.eu 


Ala 


Leu 


Tyr 


Ser 


Pro 


Asp 


Val 


He 


Phe 


Leu 


Gin 


Glu 


Val 


He 


Pro 




67 


140 










14 5 










150 










155 





4 



file://C:\CRF3\Outhold\VsrI697863.htm 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/69 7,86 3 



DATE: 11/13/20 00 
TIME: 17:30:41 



W-- > 



Input; Set 
Output Set 



A:\sequence listing.txt 
N:\CRF3\I113 200 0\I6 9 786 3 .raw 



69 
70 
71 
73 
74 
75 
77 
78 

7 9 
81 
82 
83 

8 5 

8 6 
87 
89 
90 
91 

9 3 
9 4 
95 
97 
98 

9 9 
101 

1 0 2 
103 
105 
1 0 6 
1 07 
1 0 9 
110 
111 
113 
114 
115 
117 
118 
1 19 
121 



cca 
Pro 

aca 
Thr 

aga 
Arg 

a tg 
Met 

ctt 
Leu 
220 
9a a 
Glu 

cca 
Pro 

cga 
Arg 

tgg 

Trp 

ca a 
G 1 n 
30 0 
ga t 
Asp 

cga 
Arg 



tat 


tat 


age 


Tyr 


Tyr 


Ser 


ggt 


cat 


gaa 


Gly 


His 


Glu 






175 


gtg 


aaa 


tta 


Val 


Lys 


Leu 




19 0 




atg 


aga 


aac 


Met 


Arg 


Asn 


205 






tgc 


ctt 


atg 


Cys 


Leu 


Met 


cga 


atg 


a a t 


Arg 


Met 


As 11 


gag 


tea 


get 


Glu 


Ser 


Ala 






■1 c r 
Z u J 


gag 


gtt 


acc 


Gl u 


Va 1 


Thr 




270 





gag 
Glu 
28 5 
atg 
Me t 

cga 
Arg 

agt 
Ser 



ttt 
Phe 

aac 
Asn 

ata 
He 

ttg 
Leu 



ttg 
Leu 

tct 
Ser 

ttt 
Phe 

gac 
Asp 
335 
cac 
His 



tac 
Tyr 
160 
gaa 
Glu 

aaa 
Lys 

ctt; 
Leu 

aca 
Thr 

cag 
Gin 
24 0 
aca 
Thr 

aga 
Arg 

gge 

Gly 

aat 
Asn 

t:tc 
Phe 
32 0 
ctt 
Leu 



eta 
Leu 

gga 
Gly 

age 
Ser 

t ta 
Leu 

tec 
Ser 
225 
tta 
Leu 

gtt 
Val 

tgt 
Cys 

aaa 
Lys 

e t.t 
Leu 
30 5 
aga 
Arg 

ctt 
Leu 



aag 


aag 


aga 


4- 

LCd 


agt 


V* 'A h 


+ ^ t- 


gay 


CI L L 


pt 1 1 


5 3? 


Lys 


Jj V s 


Arg 


ok;. I. 




Aon 


r P\7 r 


C 1 11 

VJ -L U 




T 1 P 

1. J_ ^ 










i u J 










"1 70 






ta t 


t tc 


aca 


get 


ata 


a tg 


ttg 


aag 


aaa 


fi 

u. c a 


r p n 




Phe 


Thr 


Ala 


lie 


Met 


Leu 


Lys 


Lys 


Ser 








180 










18 5 








caa 


gag 


att 


att 


cct 


ttt 


cca 


agt 


acc 


aaa 


628 


G 1 n 


Glu 


He 


He 


Pro 


Phe 


Pro 


Ser 


Thr 


Ly s 






195 










200 










tgt 


gtg 


cat 


gtg 


aat 


gtg 


tea 


gga 


aat 


gag 


676 


Cys 


Val 


His 


Val 


Asn 


Val 


Ser 


Gly 


Asn 


Glu 




210 










215 












cat 


ttg 


gag 


age 


acc 


aga 


ggg 


ca t 


get 


gcg 


724 


His 


Leu 


Glu 


Ser 


Thr 


Arg 


Gly 


H is 


A i a 


Ala 












230 










2 35 




aaa 


a tg 


gtt 


tta 


a ag 


aaa 


atg 


caa 


gag 


get 


772 


Lys 


Met 


Val 


Leu 


Lys 


Lys 


Met 


Gin 


Glu 


Ala 





a ta 
He 

99 1: 
Gly 

cct 
P ro 
290 
gga 
Gly 

gca 
Ala 

gga 

Gly 



ttt 
Phe 

ggt 

Gly 
275 
aaa 
Lys 

ata 
He 

gca 
Ala 

tta 
Leu 



gca 
Ala 
260 
tta 
Leu 

ca t 
His 

act 
Thr 

gca 
Ala 

gaa 
Glu 
340 
tgc 
Cys 



245 

9 93 
Gl Y 



ccc 
Pro 



gat 
Asp 

aac 
Asn 



tgc 

Cys 

get 
Ala 

gaa 
Glu 
325 
aaa 
Lys 



cag 
Gin 

get 
Ala 
310 
gag 
Glu 

ctg 
Leu 



aca 
Thr 

aac 
Asn 

tat 
Tyr 
29 5 
tgt 
Cys 

99 a 
Gly 

gac 
Asp 



aat 
Asn 

att 
He 
280 
aca 
Thr 

aaa 
Lys 

cac 
His 

tgt 
Cvs 



eta 
Leu 



265 



gtg 
Val 



250 
agg 
Arg 

gat 
Asp 



gat 
Asp 



tgg 
Trp 

ctt 
Leu 

att 
He 

ggt 
Gly 
34 5 
ata 
He 



gat 
Asp 

cgt 
Arg 

att: 
He 
330 
aga 
Arg 



ata 
He 
36 0 
tacaatttcc 
tg tcacagaa 



ttg 
Leu 



g a t 
Asp 

gte 
Val 

aca 
Thr 

ttt 
Phe 
315 
ccc 
P ro 

t tt 
Phe 

taa 



820 



868 



916 



96 4 



1012 



1060 



1108 



acc ttctgga 
aaaccaacta 



cct agt gat cac tgg ggt ctt ctg tgc aac tta 
Pro Ser Asp His Trp Gly Leu Leu Cys Asn Leu 

3 5 0 3 5 5 

aatgetttte aagtgtgggt tttgccctga ttgttgcaaa 

12 3 aaggtaggtt tgctgtggag gaaataatgt actagatcat 

125 tgatttatgg ttgtgttttc agaattcaac attaaagatt aatgtttatt taaacgaaea 
127 cattcctgea ttcaggatgt gaggecattt aataaaaagg gcacaaagcc tgtcagagtt 
129 ttoaacggtg cttacagctg ccagctggat tccaaacagg taccccattg tctctgagct 
131 aatgtttata tttttccatt caggcaccga aatagttaat atttaaaata agtcttcaaa 

13 3 agaaaacata agagattatt gagttcttgg gactggatcc tttatttcat aagttoagat 
13 5 ca tct taa at gaaaatgeca tgattatctg cagttaagta gatgacagct att eta cat c 

137 agacttgatt tttgtcagct aattacataa ttggtaag faV ataattgaaa ccttatggct 

139 taa a at tec t taa c tec ttt ttgattcatg t ttg tag tea tgttgtcaac agaggcaaag 1708 



1168 
1228 
1288 

13 4 8 

14 08 

14 68 

15 28 
1588 
1648 



file://C:\CRF3\Outhold\VsrI697863.htm 



11/13/00 



Page 3 of 7 



RAW SEQUENCE LISTING DATE: .11/13/2000 

PATENT APPLICATION: US/09/6 9 7,86 3 TIME: 17:30:41. 

Input: Set : A:\sequence listing.txt 
Output Set: N:\CRF3\11132000\I697863.raw 



1/11 

.111 


ttaagcttga 


tgatggttaa aatcggtttg 


atagcaccat 


gggacatttt t: 


.Ltaacaaaa 


'! A '-i 


a taaa tgcat 


gaagagacat a^gccttttag 


Ltttgctaa t 


tgtgaaatgg aaaUgcttta 


W f J. 4 J 


caggaagtaa 


atgcaaatta pij 


ptttaagtg 


tgctttaaag 


aaaaatattt tccccacagg 


1 A 7 

X'i f 


agaaattta a 


ataaagaatt V 


ha r. ttggta 


d Cl. 


















<210> SEQ ID NO: 


























1ST 

1 -J J. 


<211> LENGTH: 3 62 
























.L J ^ 


<212> TYPE: 


PRT 




























<213> ORGANISM: 


Homo sapiens 


















1 S S 


<4 00> SEQUENCE: 


























1 S ft. 


Mr-"*! 


n 1 11 

Ul U 


-Lj t_ Ll 


r, 1 v 

^ j x y 


jyr X 


\^ V 


1 1 1 

Xit^ IX 


w X Li 


r T l v 

O -X \ 


v.; Jl V 


4 rn 


Glu 


Ala 


Ala 


Glu 


Glu 


1 S 7 

j > / 


1 

X 








K 
J 










1 0 

-1- \J 










15 




IRQ 

1 J z) 


fin 
Lj X U 


(1 1 " 


C. 1 11 


tr X U 


rln 
u 1. u 


V a X 


r vc 


1 ifj 
by 3 


Hi t) 


,\.L t j 


Ijfc. U 


XiC! IJ 




Vh 1 

V CJ X 


G 1 u 


Phe 


1 fi 0 
J. r ) u 




























3 0 






"1 ft 0 
l. D z 


MX 0 


0 tr! X 


1 

Vol. 


A J. CI 


^e x 


Tire 


t\is [J 


A l ~* 


i\. J. Cl 


1/3 1 
V Cl J. 


Al a 
t \ J_ 


P 1 Tl 




I 1 I vT- 


T 1 1 


A 1 a 


i ft 7 

1 0 -1 






3 S 










.■i n 










■1 .^i 








1 ft R 
1 u J 


ft* 1 n 

lj _L u 


J\ c n 


A t> p 


j xp 


PI n 
0 I. u 




C 1 11 

U X U 


/"\ X ^ 


A T — 1 

i\ X a 


1 0 1 1 

Xitr Li 


r * ir> 1 1 


O ti X 


.1 y 1 


L 1 


(VI 11 


P TO 


1 ft ft 
1 u O 




J U 










D J 










l^ 0 










1 ft Q 

1 0 t) 


tr X L J 


V tl X 


r l n 

Lp X IJ 


Pin 
Li X u 


0 ex 


7> 1 ^ 


T Dll 


rln 


rtj. g 


*\X L] 


t X lj 


r 1 11 

O X tl 


Th r 
1 1 1 X 


T 1 P 

X X C! 




\.7 _L H 


1 ft Q 
1 0 


ft R 
u .J 










7 n 










-7 t: 










ft 0 


17 1 
1/1 


t X L.y 


T 11 C 

Xjj/ b> 


Th r 

1 1 1 X 


1 v 1 


V a X 




Xitr. U 


X J 1 X 


Tv O T^t 
i\.t> 11 


r 1 11 

L i X LI 


1 1 1 
bill 


Til T* 
LUX 


Tli r 

1 1 1 X 


Ayr") 




TV) r 

1 HI 


1 7 7 










0 D 










OA 










9 r i 




~\ 1 A 


1 J J ,1 


Car 

■j tr. 1 




11 p 

X I. tr 




rlO 


r> e X 


\j X U 


Asp 


1 J J L 


r 1 n 
Lj 1 11 


Lt 1 1 J 


rln 
v.j 1, u 


Acri 
rLj^ J J 


r, 1 v 




1 7 R 








i n n 

.1 u u 










1 n s 

.J. U D 










110 

I. X U 






"17 7 


Mo X 


tilt: 


Cot" 
o fc; X 


Ton 


T 1 o 
116 


1111 


m >-i 
lip 


A O Tl 


lit 


/\b p 


j y 


Xnr; 11 




X] t i L 


L\ zj LI 


Ay n 


170 

I/O 






11s 

.1 X -> 










1 9 0 










1 2 r i 

X -J 








.1. iJ u 


Ljtri 11 


C j r 


P "I 11 
O X LI 


hi y 


Aid 


g 


Ki j. y 


V a X 


L. y s 


O t_X 


1 V X 


Ljc; IX 


A 1 ^1 


T All 


1 y x 


Cpr 

k J V7- JL 


1 0 'i 
l 0 .1 




,1 0 U 










l .1 .j 










1 4 0 
X 'I U 










1 p } 
.1 0 j 


Pro 


Asp 


Val 


I le 


Pne 


Leu 


Ci In 


1 u 


\' ;i 1 
Val 


J. X 


1 I LJ 


P rv'i 


1 v X 


J y 1 


Q(T3 >- 
i. J 1. 


Tvt 


1 fi A 

1 n '4 


14 5 










150 










1 R R 

1. 1) 










1 ft. 0 


1 0 ft 
lob 


Leu 


Lys 


Lys 


Arg 


Ser 


Ser 


Asn 


Tyr 


Pin 
V7 .1 II 


1 1 t-~> 
X X ti 


T 1 Q 

lie 


J 1LX 


G 1 v 
vi x j 


Hi c 
11 10 


(t ] 1 1 

V_J _1_ LJ. 


fil 11 

vJ .JL 


10 7 

1 n / 










16 5 










1 / U 










l 7S 

.1 : .J 






Gly 


Tyr 


Phe 


Thr 


Ala 


He 


Met 


Leu 


T ' r tr 


1., / S 


O tr! X 


l \ X 


v d x 


Lj y 0 


LiC LI 


l.J v ^ 


ion 








I B0 










J O D 










ion 

1 y lj 






1 (jo 


Ser 


Gin 


Glu 


He 


1 J.e 


Pro 


Phe 


Pro 


Ser 


Thr 


Lys 


Met 


Met 


Arg 


Asn 


Leu 


1 U i 






19 5 










200 










205 








I. 7 D 


Leu 


Cys 


Va 1 


H is 


Va t 


Asn 


Val 


Ser 


Gly 


Asn 


G lu 


Leu 


Cys 


Leu 


Met 


Thr 


196 




210 










215 










220 










198 


Ser 


His 


Leu 


Glu 


Ser 


Thr 


Arg 


Gly 


His 


Ala 


Ala 


Glu 


Arg 


Met 


Asn 


Gin 


1 9 9 


225 










230 










235 










240 


20 1 


Leu 


Lys 


Met 


Val 


Leu 


Lys 


Lys 


Me t 


Gin 


Glu 


Ala 


Pro 


Glu 


Ser 


Ala 


Thr 


202 










245 










250 










255 




204 


Va 1 


lie 


Phe 


Ala 


Gly 


Asp 


Thr 


Asn 


Leu 


Arg 


Asp 


Arg 


Glu 


Val 


Th r 


Arg 


205 








260 










265 










270 






20 7 


Cys 


Gly 


G 1 y 


Leu 


Pro 


Asn 


Asn 


He 


Val 


Asp 


Val 


Trp 


Gin 


Phe 


Leu 


Gly 


208 






275 










280 










285 








210 


Ly s 


Pro 


Lys 


H is 


Cys 


Gin 


Tyr 


Thr 


Trp 


Asp 


Thr 


Gin 


Met 


Asn 


Ser 


Asn 


211 




290 










295 










300 










21 3 


Leu 


Gly 


He 


Thr 


Ala 


Ala 


Cys 




Leu 


Arg 


Phe 


Asp 


Arg 


He 


Phe 


Phe 


214 


30 5 










310 










315 










32 0 



1920 
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PATENT APPLICATION: US/09/697,863 TIME: 17:30:41 

Input Set : A:\sequence listing.txt 
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216 


Arg 


Ala 


Ala 


Ala 


Clu 


Glu 


Gly 


His 


He 


lie 


Pro 


Arg 


Ser 


Leu 


Asp 


Leu 




21 7 










3 25 










3 30 










3 3 5 






219 


Leu 


Gly 


Leu 


Glu 


Lys 


Leu 


Asp 


Cys 


Gly 


Arg 


Phe 


Pro 


Ser 


Asp 


His 


Trp 




220 








34 0 










34 5 










3 50 








22 2 


Gly 


Leu 


Leu 


Cys 


Asn 


Leu 


Asp 


He 


He 


Leu 
















22 3 






35 5 










360 




















227 


<2-10> SEQ ID NO 


: 3 


























22 8 


<211> LENGTH : 1 


312 


























22 9 


<212> TYPE: 


DNA 




























230 


<213> ORGANISM: 


MuS 


fflUSCU 1 us 




















2 32 


<2 2Q> FEATURE: 




























23 3 


<2 21> NAME/KEY: 


CDS 


























2 3 4 


<222> LOCATION- 


(122) . . 


(1234) 




















236 


<4 0Q> SEQUENCE: 


3 


























237 


age 


La ttaat 


gattcgaatt tatacgactc actataggga 


a tttggccct 


egagqecaag 


60 


2 39 


aattoggcac 


gagggcqgqa aqcagcqtga agagcgqgtg 


ttttgaggqg 


accctgcgge 


120 


241 


q atg gcg tct ggc age agt tec gat gcq qcg gag ccc gca ggg ccg gea 


169 


24 2 


Met Ala Ser Gly Ser Ser ser Asp Ala Ala Gin Pro Ala Gly Pro Ala 




24 3 




1 








5 








10 










15 




24 5 


qqg 


cqg 


qcg 


gcg 


teg 


qcq 


ccc 


gaa 


gca 


gca 


ca g 


qcg 


gag 


9^9 


gac 


egg 


217 


246 


Gly 


Arq 


Ala 


Ala 


Ser 


Ala 


Pro 


Glu 


Ala 


Ala 


Gin 


Ala 


Glu 


Glu 


Asp 


Arg 




247 








20 










2 5 










3 0 








24 9 


gtq 


aag 


aqg 


cqg 


egg 


ett 


cag 


tgc 


etg 


ggc 


ttt 


gcg 


ttg 


gtg 


999 


99 a 


265 


2 50 


val 


Lys 


Arg 


Arq 


Arq 


Leu 


Gin 


Cys 


Leu 


Gly 


Phe 


Ala 


Leu 


Val 


Gly 


Gly 




251 






3 5 










40 










45 










25 3 


t: g c 


g a c 




acg 


atg 


g to 


ccc 


age 


ytc 


ctg 


egg 


gag 


aac 


gac 


tgg 


cag 


313 


2 54 


Cys 


Asp 


Pro 


Thr 


Met 


val 


Pro 


Se r 


val 


Leu 


Arg 


Glu 


Asm 


Asp 


Trp 


Gin 




25 5 




50 










55 










6 0 












257 


acg 


cag 


aaa 


qcc 


c tg 


age 


gec 


tac 


ttc 


gag 


ctg 


cca 


gag 


aac 


gac 


caa 


3 6 1 


25 8 


Thr 


Gin 


Lys 


Ala 


Leu 


Ser 


Ala 


Tyr 


Phe 


Glu 


Le u 


Pro 


Glu 


Asn 


Asp 


Gin 




259 


65 










7 0 










7 5 










8 0 




2 6 1 


qqq 


1-99 


ccg 


cqc 


cag 


cct 


ccc 


acq 


tec 


ttc 


aag 


tec 


gaq 


gee 


tat 


gtt 


4 09 


262 


Gly 


Trp 


Pro 


Arg 


Gin 


Pro 


P ro 


Thr 


Ser 


Phe 


Lys 


Ser 


Gl u 


Ala 


Tyr 


Val 




26 3 










85 










90 










95 






2 6 5 


ga t: 


c La 


acc 


aac 


gag 


gat 


gca 


aa t; 


gat 


aca 


acc 


att 


tta 


gaa 


gee 


agt; 


4 5 7 


26 6 


Asp 


Leu 


Thr 


Asn 


Glu 


Asp 


Ala 


Asn 


Asp 


Thr 


Thr 


I le 


Le u 


Glu 


Al a 


Ser 




267 








100 










105 










110 








269 


CCA 


tct 


99 a 


act 


cct 


eta 


gaa 


gat 


age 


age 


act 


att 


tct; 


ttc 


att 


acc 


50 5 


270 


Pro 


Ser 


Gly 


Thr 


Pro 


Leu 


Glu 


Asp 


Ser 


Ser 


Thr 


He 


Ser 


Phe 


lie 


Thr 




271 






115 










120 










12 5 










273 




aa t 


att 


ga t 


99a 


tta 


ga t 


gga 


tgc 


a at 


ctg 


ccc 


gag 


agg 


get 


cga 


55 3 


274 


Trp 


Asn 


lie 


Asp 


Gly 


Leu 


Asp 


Gly 


Cys 


Asn 


Leu 


Pro 


Glu 


Arg 


Ala 


Arg 




275 




130 










135 










14 0 












277 


99g 


g tg 


tgt 


tec 


tgc 


eta 


get 


ttg 


tat 


agt 


cca 


gat- 


gtg 


gta 


ttt 


eta 


60.1 


278 


Gly 


Val 


Cys 


Ser 


Cys 


Leu 


A .l a 


.Leu 


Tyr 


Ser 


Pro 


Asp 


va.l 


Va 1 


Phe 


Leu 




279 


14 5 










15 0 










155 










16 0 




2 81 


cag 


gaa 


gtt 


ate 


ccc 


oca 


tac 


tg t 


gec 


tac 


eta 


aag 


aag 


aga 


gca 


gec 


649 


282 


Gl.n 


Glu 




Tie 


Pro 


Pro 


Tyr 


Cys 


Ala 


Tvr 


Leu 


Lys 


Lys 


Arg 


Ala 


Ala 




233 










165 










170 










17 5 
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9 ft s 

A u J 


~\ f\ Y 


1~ ri O 


V_A tj. 


a t" t " 

U. L- 


a 1 1~ 


a oa 


Q CI t 


aa t 


gaa 


gaa 


qqa 


tat 


ttc 


aca 


get 


ata 


697 


9 R fi 




T v r 


Th r 


1 le 


T le 


Thr 


Glv 


A s n 


Glu 


Glu 


Gly 


Tyr 


Phe 


Thr 


Ala 


He 




9 ft 7 








1 ft 0 

X o V 










185 










19 0 








9 fl 9 
*i o ^ 




l uy 


r5 r3 CI 
i.J a v j 


ri ft 
n u ^ 




aga 


Q t CJ 


aaa 


ttt 


aaa 


an t 


caq 


qaq 


att 


att 


cct 


74 5 


9 Q 0 


Ljvl. L4 


I .f^i i 


T . v 




Glv 


Arg 


V a 1 


L^ T S 


Phe 


Lys 
j. j 


Ser 


Gin 


Glu 


He 


lie 


Pro 




9 Q 1 






19 5 










20 0 










205 










9 Q 3 




U \^ 


ft ri 1" 


("1 f f 1 


a a a 


a t g 


a t a 


aga 


aac 


c tg 


eta 


tqc 


gta 


aat 


qtq 


agt 


793 


2 9 4 


P lie" 1 


Pro 


Asii 


Thr 


Lys 


Met 


Me t 


Arg 


Asu 


Leu 


Leu 


Cys 


Val 


Asn 


val 


Ser 




9 9 5 




2 1 0 










2 1 5 










220 












r l Q "7 


1- i' a 

L, -y 


y y i - 


y y a 




q a fi 
tj. ^a 


ttt 


t" <1C 


ctt 


a t g 


aca 


tec 


cat 


ttg 


qaq 


age 


ace 


341 


9 Q K 


T.p i ] 

i_V M. 


G 1 v 


G 1 V 


A 1 U 


Glu 


Phe 


^' 7 tJ 


Leu 


Me t 


Thr 


Ser 


His 


Leu 


Glu 


Ser 


Thr 




9 Q Q 


9 9 5 










230 










23 5 










24 0 




J VJ J. 


n ri 


O /'^ fl 

<.J tA 


r ^ I' 


tot 


CICQ 


g a a 


c g a 


a 


aga 


caa 


tta 


a aa 


ae t 


qtt 


ctt 


gga 


889 


'i (1 9 
j u 




G 1 ii 


i ^ 

Ll .U rr> 




~r\ 1 r] 


Gl u 


Arg 


1 1 e 


Arn 


Gin 


Leu 


Ly s 


Thr 


Val 


Leu 


Gly 




_> IV J 










94 S 










2 50 










255 






^ n s 


'j 




pf" 1 n P\ 


y a m 


y ^- 1„ 


oca 


a r] t 

1^ 


tea 


a cc 


acg 


gtt 


ata 


ttt 


gea 


gga 


qa t 


9 37 


3 0 n 

-3 u u 






\.J .2-11 


G 1 vi 

1,4 


Alfl 


Pro 


Asp 


Ser 


Thr 


Thr 


Val 


lie 


Plie 


Ala 


Gly 


Asp 




O 7 








9 fi (1 

i U v 










r> 6 5 










27 0 








3 W 


a, ^ a. 


n 1~" 

u Q L_ 




R 


tJ ri t" 

H U l. 


oa a 


g a a 


att 


a tc 


a a a 


t qt 


cat 


qqt 


tta 


c e t 


gac 


98 5 


3 1 0 

^5 J_ V/ 


Thr 

J_ 11 nl. 


A ^ n 


Tip li 

1J t u 




As p 


G 1 n 


Glu 


Val 


lie 


Lvs 


Cy s 


Gly 


Gly 


Leu 


Pro 


Asp 




_ J .1 J. 






97 S 










280 










285 










J J. .5 


d at- 


n h i- 
g L l - 


t" t t 

l.- L- 


n n 1 _ 
y 


nop 


1" cs a 


M L-l 


ttt 


tta 


qcir 


aaa 


cct 


aaa 


cat 


t" gc 


eag 


10 3 3 


—J J, T 


Asn 


Val 


Phe 


ASp 


Ala 


Trp 


Glu 


Phe 


Leu 


Gly 


Lys 


P ro 


Lys 


His 


Cys 


G In 




3 1 5 

J 1 J 














29 5 










300 












1 7 


tat 


?\ n ft 

CI <^ t-i. 


t" fi n 
uy y 


ga t 


acq 


aaa 


gca 


aat 


aao 


aac 


etc 


agg 


ate 


cot 


get 


get 


:i 081 


318 

■J X u 


Tyr 


Thr 


Trp 


Asp 


Thr 


Lys 


Ala 


Asn 


Asu 


Asn 


Leu 


Arg 


lie 


Pro 


Ala 


Ala 




3 1 9 


305 










310 










315 










320 




3 9 1 


tat 


aag 


cat 


cgt 


ttt 


gat 


cga 


ata 


ttt 


ttc 


aga 


gca 


gaa 


gag 


gqg 


cac 


112 9 


T, 9 9 


Tyr 


Lys 


His 


Arg 


Phe 


Asp 


Arg 


lie 


Phe 


Phe 


Arg 


Ala 


Glu 


Glu 


Gly 


His 




9 3 










32 5 










330 










3 35 






'■I 9 S 


ctt 


att 


cct 


caa 


agt 


tta 


gac 


ctt 


gtt 


999 


ttg 


gaa 


aaa 


ctg 


qac 


tgt 


1177 


1 O ft 
J ^ 0 


Leu 


Tie 


Pro 


G In 


Ser 


Leu 


Asp 


Leu 


Val 


Gly 


Leu 


Glu 


Lys 


Leu 


Asp 


Cys 




■397 








3 4 0 










34 5 










350 








9 Q 
3 ii 


ggt 


aga 


ttt 


ccg 


agt 


ga t: 


cac 


tgg 


99*9 


etc 


ttg 


tgc 


ace 


ttg 


aat 


gta 


1225 


T "3 Pi 
J .3 U 


Gly 


Arg 


Pile 


Pro 


Ser 


Asp 


His 


Trp 


Gly 


Leu 


Leu 


Cys 


Thr 


Leu 


Asn 


Val 




3 31 






355 










360 










365 










33 3 


gta 


ttg 


tga 


aaagcttccc 


acttgcagct ttacacgttt gttagcacta 






1274 


3 34 


Val 


Leu 
































33 5 




370 
































337 


gt tctgaatt 


tgtgtaggt 


.c tcaacctttc 


1 aggacatc 












1312 


34 0 


<210> SEQ ID NO 


4 


























341 


<211> LENGTH ; 3 70 


























342 


<212> TYPE: 


PUT 




























34 3 


<21: 


\> ORGANISM: 


Mus 


liius cuius 




















3 4 5 


<4 0 0> SEQUENCE: 


4 


























346 


Met 


Ala 


Sex- 


Gly 


Ser 


Ser: 


Ser 


Asp 


Ala 


Ala 


Glu 


Pro 


Ala 


Gly 


Pro 


Ala 




347 


1 








5 










10 










15 






349 


G.1 y 


Arg 


Ala 


Ala 


Ser 


Ala 


Pro 


Glu 


Ala 


Ala 


Gin 


Ala 


Glu 


Glu 


Asp 


Arg 




350 








20 










25 










30 










PIgqsg NotQt 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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L:9 M:270 C: Current Application Number differs, Replaced Current Application Number 



L 


: 10 


M : 


271 


C ; 


Current Filing Date differs 


f Replaced 


Current Filing Date 


L 


137 


M 


: 2 5 8 


W : 


Mandatory Feature 


m iss i.tig , 


<2 2 3> 


not 


round 


for 


SEQ 


IDff 


: I 


L 


137 


M 


: 34 0 


W: 


(46) "n" or "Xaa" 


used : Feature 


requ ired, 


for 


SEQ 


ID# ; 


1 


L 


14 5 


M 


: 258 


W: 


M a n 6 a t or y Feature 


missing , 


<22 3> 


not 


found 


for 


SKQ 


ID fr 


: 1 


M 


34 0 


Repeated 


in SeqNo=l 


















L 


5 36 


M 


: 2 5 8 


W : 


Mandatory Feature 


m i ss i.ng , 


<2 2 3> 


not 


found 


for 


S EQ 


IDff 


: 5 


L 


536 


M 


: 34 0 


W: 


(46) "q" or "Xaa" 


used: Fe 


at ure 


requ ired , 


for 


SEQ 


T.D# : 


5 


L 


5 3 7 


M 


: 258 


W: 


Mandatory Feature 


missing , 


<223> 


not 


found 


tor 


SEQ 


IDS 


: 5 


M 


34 0 


Repeated 


in SeqNo^S 


















L 


548 


M 


: 258 


W: 


Ma n d a tor y F e a t u re 


m i s s i n g , 


<223> 


not 


f oun d 


for 


SEQ 


ID# 


: 5 


L 


54 9 


M 


: 2 5 8 


W: 


Mandatory Feature 


m i ss i.nq , 


<223> 


not 


found 


for 


SEQ 


ID* 


: 5 


L 


6 30 


M 


: 258 


W: 


Mandatory Feature- 


missing, 


<220> 


not 


found 


for 


S EQ 


ID if 


: 6 


L 


6 30 


M 


: 2 58 


W: 


Mandatory Feature 


missing , 


<221> 


not 


found 


for 


SEQ 


ID if 


: 6 


L : 


630 


M 


: 2 5 8 


W: 


Mandatory F e a t u r e 


missing , 


<222> 


not 


found 


for 


SEQ 


IDtt 


: 6 


L. 


630 


M 


: 258 


W: 


Mandatory Feature 


mi ss inq , 


<223> 


not 


found 


for 


SEQ 


ID if 


: 6 


L : 


6 30 


M 


: 34 0 


W: 


(4G) "n" or "Xaa" 


used : Feature 


required , 


for 


SEQ 


ID# : 


6 


L : 


639 


M 


: 25 8 


W: 


M a n d a t o r y F e a t u r e 


missing , 


<220> 


not 


found 


for 


SEQ 


IDfr 


: 6 


L : 


6 3 9 


M 


: 258 


W: 


M a n d a t o r y F e a t u r e 


missing , 


<221> 


not 


found 


for 


SEQ 


ID# 


: 6 


L : 


6 39 


M 


: 25 8 


W: 


Manda tory Feature 


missing , 


<222> 


not 


found 


for 


SEQ 


ID# 


: 6 


L : 


6 39 


M 


; 25 8 


W; 


Mandatory Feature 


m iss j.ug / 


<223> 


not 


found 


for 


SEQ 


IDff 


: 6 


M : 


34 0 


Repeated 


in SeqNo=6 
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